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method to identify post-transcriptional
exon shuffling (PTES) events
Osagie G. Izuogu1*, Abd A. Alhasan1, Hani M. Alafghani2, Mauro Santibanez-Koref1, David J. Elliott1
and Michael S. Jackson1Upon publication of the original article [1] it has been
found that author David J. Elliott has been accidentally
misspelt. The correct spelling is David J. Elliott rather
than David J. Elliot. This has been herewith corrected
with this erratum and also updated in the original article.
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